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GmmoriAe CTACGG GTAACATCTT TATTAGTTAT 

GmmoriAc GCT TTGTCTACGG GTAACATCTT TATTAGTTAT 

GmmoriAe CGTAAAATAA CAGATTGTAG AAATGAAGTT TACAGGAATA TTCTTCATAA 

GmmoriAc CGTAAAATAA CAGATTGTAG AAATGAATTT TACAGGAATA TTCTTCATgA 

GmmoriAe TTATGGCGAT CATTGCCCTC TTTATAGGGT CAAATGAAGC GGCGCCTAAA 

GmmoriAc TTATGGCGAT CATTGCCCTC TTTATAGGGT CAAATGAAGC GGCGCCTAAA 

GmmoriAe GTCAATGTTA ATGCCATTAA GAAGGGAGGA AAGGCCATAG GAAAAGGATT 

GmmoriAc GTCAATGTTA ATGCCATTAA GAAGGGAGGA AAGGCCATAG GAAAAGGATT 

GmmoriAe TAAAGTAATC AGTGCGGCGA GTACAGCGCA TGACGTCTAT GAACACATTA 

GmmoriAc TAAAGTAATC AGTGCGGCGA GTACAGCGCA TGACGTCTAT GAACACATTA 

GmmoriAe AAAACAGAAG GCACTAATAA AACCAAAAAT AATTATTTAT TTTATAAGGT 

GmmoriAc AAAACAGAAG GCACTAATAG AACCAAAAAT AATCATTTAT TTTATAAGGT 

GmmoriAe AATTTTAAGA CATATAATGT ATGTTGCAAA TTATTAAGTG AAATAAAATA 

GmmoriAc AATTTTAAGA CATATAATGA ATGTTGCAAA TTATTAAGTG GAATAAAATA 

GmmoriAe TAAAATATTT TTTGTT 

GmmoriAc TAAAATATTT TTTGTT 



Figure 1 
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1 GGTAACATCTTTATTAGTTATCGTAAAATAACAGATTGTAGAAATGAAGTTTACAGGAAT 60 

MetLysPheThrGlyll 

61 ATTCTTCATAATTATGGCGATCATTGCCCTCTTTATAGGGTCAAATGAAGCGGCGCCTAA 120 
ePhePhellelleMetAlallelleAlaLeuPhelleGl vSerAsnGl uAl a AlaProLy 

121 AGTCAATGTTAATGCCATTAAGAAGGGAGGAAAGGCCATAGGAAAAGGATT^^GTtiT 180 
sValAsnValAsnAlalleLysLysGlyQlyLysAlalleGlyLysGlyPheliysValll 

181 CAGTGCGGCGAGTACAGCGCATGACGTCTATGAACACATTAAAAACAGAAGGCACTAATA 24 0 
eSerAlaAlaSerThrAlaHisAspValTyrGluHis IleLysAsnArgArgHis* * * 

241 AAACCAAAAATAATTATTTATTTTATAAGGTAATTTTAAGACATATAATGTATGTTGCAA 300 



301 ATTATTAAGTGAAATAAAATATAAAATATTTTTTGTT 



Figure 3 



1 GTTATTTTTTAAAGATCAAAGCGTAATTAATTCATTGTGCTGTGTCTGAAAGGAACAAAA 60 

M 

61 TGAGATTGTCCATAATATTGGTCGTTGTGATGATGGTGATGGCTATGTTTGTGAGCAGTG 120 
etArgLeuSerllelleLeuValValValMetMetValMetAlaMetPheValSerSerG 

121 GAGATGCGGCGCCTGGAAAAATTCCTGTGAAAGCGATTAAAAAAGGAGGGCAAATTATTG 180 
2 yAsoAl aAlaProGlvLvs I leProValLvsAlalleLysLys Gl^GlyGlnllelleG 

181 GTAAAGCTCTGCGTGGAATCAATATAGCGAGTACTGCACATGACATAATTAGCCAGTTCA 240 
lyLysAlaLeuArgGlylleAsnlleAlaSerThrAlaHisAspIlelleSerGlnPheli 

241 AACCGAAAAAGAAGAAAAACCATTGAGTATTTAATAAAAAATCGTTCAATAATATATTTA 300 
ysProLysI iysLysLysAsnHis * * * 

301 ATAATAATAATAAATTTTACTTATATTACTATAATATAATTAATATTTTTAATTGTGCCA 360 
361 T TT T AGTTT TAT AAAT TAT AT T AAGT AT T AAT T T T AT AAT T AAT AAAAAAGC T T AAAT AT 
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1 GTAACAGTACCACCGTGTACAGTCGCAGTAGTTAGTCTTCAATCTTAGTGAAAACTTCGC 

61 TTCTCTTTATCAACCATGAAGCTGACCGGTCTATTTTTCATGATCATGGCGATGCTCGCC 

MetLysLeuThrGlyLeuPhePheMetlleMetAlaMetLeuAla 

Val 

121 CTGTTTGTTGGCGCTGGTCAAGCCGACCCTAAGGTGCCCATTGGCGCCATCAAGAAGGGT 
LeuPheVal GlyAl a GlyGlnAl aAsp Pro LysValProIleGlyAlalleliysLysGly 

T tF 

181 GGCAAAATTATTAAAAAAGGTCTTGGTGTAATTGGTGCCGCTGGTACAGCGCATGAAGTA 
GlyLysIlelleLysLysGlyLeuGlyVallleGlyAlaAlaGlyThrAlaHisGluVal 

241 TATAGCCACGTCAAGAACAGGCATTAGATTCTTGAAGAATATATAGTATATAATTATGAA 
TyrSer HisValLysAsnArgHis * * * 

301 GTACTATCCTTTTGTATATGTGACTAAGTGCATAATGTAAAGTCAAATGAAATATATATT 

361 ATTTATCCTCGTGCC 



Figure 5 



1 ACTTCATTGTGTACAGTTGCAGGACTTAATACTTAGTGAACTACTTACTCCTCGTTACCA 

61 ACCATGAAGCTGACCGGTCTATTTCTCATGATCATGGCGGTGCTCGCGCTGTTTGTTGGC 
MetLysLeuThrGlyLeuPheLeuMetlleMetAlaValLeuAlaLeuPheValGly 

121 GCTGGTCAAGCCGACCCTAAGGTGCCCATTGGCGCTATCAAGAAGGGCGGCAAAATTATT 
AlaGlyGlnAl a^sp Pr^ysVal Pro I leGlyAla I leLysLysGlyGlyLys lie lie 

181 AAAAAGGGTCTAGGTGTGCTTGGCGCCGCGGGCACAGCGCACGAAGTGTACAACCACGTT 
LysLysGlyLeuGlyValLeuGlyAlaAlaGlyThrAlaHisGluValTyrAsnHisVal 

2 41 AGGAACAGGCAGTAACGTCATGCGTGATTGTTGTACATACAGTACTTACAATACGATTTG 

Ar gAsnAxgGl n * * * 

301 TCTTGGCTGTGATATATCTTTAGATAAATTAATTTATAATACCACATACTTATTAGTAAA 

3 61 ATACTCAAATATATTGATTATAGATACATT^TAAATATTAATTATTACAATATTTTGTT 

421 TTTATGTACAATGCGAATAGATTCTACCCTCTGCCTCGTGCC 
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GmmoriCl GTAACAGTACCACCGTGTACAGTCGCAGTAGTTAGTCTTCAATCTTAGTGAAAACTTCGC 60 

Gmmor iC2 ACTTCATTGTGTACAGTTGCAGGACTTAATA C T TAG T G AAC T AC T T AC 4 8 

GmmoriCl TTCTCTTTATCAACCATGAAGCTGACCGGTCTATTTTTCATGATCATGGCGATGCTCGCC 120 

Gmmor iC2 TCCTCGTTACCAACCATGAAGCTGACCGGTCTATTTCTCATGATCATGGCGGTGCTCGCG 108 

GmmoriCl CTGTTTGTTGGCGCTGGTCAAGCCGACCCTAAGGTGCCCATTGGCGCCATCAAGAAGGGT 180 

GmmoriC2 CTGTTTGTTGGCGCTGGTCAAGCCGACCCTAAGGTGCCCATTGGCGCTATCAAGAAGGGC 1 68 

GmmoriCl GGCAAAATTATTAAAAAAGGTCTTGGTGTAATTGGTGCCGCTGGTACAGCGCATGAAGTA 240 

Gmmor iC2 GGCAAAATTATTAAAAAGGGTCTAGGTGTGCTTGGCGCCGCGGGCACAGCGCACGAAGTG 22 8 

GmmoriCl TATAGCCACGTCAAGAACAGGCATTAGATTCTTGAAGAATATATAGTATATA . ATTA . .T 2 97 

Gmmor iC2 TACAACCACGTTAGGAACAGGCAgTAACGTCATGCGTGAT . T G T T G T AC AT AC AG T AC T T 287 

GmmoriCl GAAGTACTATCC . TTTTGTATATGTGAC . TAAGTGCATAATGTAAAGTCAAATGAAATAT 355 

Gmmor iC2 ACAATACGATTTGTCTTGGCTGTGATATATCTTTAGATAAATTAATTTATAATACCACAT 34 7 

GmmoriCl A . . TATTATTTA. . TCCTCGTGCC 375 

Gmmor iC2 ACTTATTAGTAAAATACTCAAATA 4 62 



Figure 7 



GmmoriCl MKLTGLFFMIMAMLALFVGAGQADPKVPIGAIKKGGKIIKKGLGVIGAAG 

GmmoriC2 MKLTGLFLMIMAVLALFVGAGQADPKVPIGAIKKGGKIIKKGLGVLGAAG 

Gmmo r i C 1 TAHEVY S HVKNRH 

Gmmo r i C 2 T AHE V YNH VRNRQ 
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Bmmor MNILKFFFVFIVAMSLVSCS-TAAPAKIPIKAIKTVGKAVGKGLRAINIASTANDVFNFLKPKKRKH- 

Hpmor AMSLVSCS-T7^APAKIPIKAIKTVGKAVGKGLRAINIASTANDVFNFLKPKKRKH- 

Hvvir GKIPIGAIKKAGKAIGKGLRAVNIASTAHDVYTFFKPKKR-H- 

Slmor MKLTKVFVILIVWALLVPS-EAAPGKIPVKAIKKAGAAIGKGLRAINIASTAHDVYSFFKPKHKKKH 

Semor MKLTKVFVIVIVWALLVPS-EAAPGKIPVKAIKKAGTAIGKGLRAINIASTAHDVYSFFKPKHKKKH 

Msmor MKLTSLFIFVIVALSLLFSSTDAAPGKIPVKAIKQAGKVIGKGLRAINIAGTTHDWSFFRPKKKKH- 

CiPl64 7 RKI PVEAIKKG ASRAWRALDLASTAYDIASIFN — RKRE- 

CiPl648 GKIPVEALKKGAKVAGRAWRALDLASTAYDIAHLFD — RKRN- 

CiPl64 6 GKIPINAIRKGAKAVGHGLRALNIASTAHDIASAFH — RKRKH 

GmmoriB MRLSIILVWMMVMAMFVSSGDAAPGKIPVKAIKKGGQIIGKALRGINIASTAHDIISQFKPKKKKNH 

GmmoriCl MKLTGLFFMIMAMLALFVGAGQADP-KVPIGAIKKGGKIIKKGLGVIGAAGTAHEVYSHVKNRH 

GmmoriC2 MKLTGLFLMIMAVLALFVGAGQADP-KVPIGAIKKGGKIIKKGLGVLGAAGTAHEVYNHVRNRQ 

BmmorX MYFLKYFIWLVALSLMICSGQADP-KIPVKSLKKGGKVIAKGFKVLTAAGTAHEVYSHVRNRGNQG- 

GmmoriA MKFTGIFFIIMAIIALFIGSNEAAP-KVNVNAIKKGGKAIGKGFKVISAASTAHDVYEHIKNRRH 



Figure 9 



